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» Human HRAS qPCR Primer Pair, BIAHRAS qPCR5I¥1#%f, FZEHMTETSYBR GreenffJqPCR. One-Step qRT-PCREX

>

semi-quantitative PCR, A5 [¥IATSERIH. SidqPCREIE, FRAF IHIX,
gPCR (Quantitative PCR)BIE&PCR, WFRLH %% E B PCRE LM & B PCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), 2 —M{EDNAY 18R MdFEAH, DS ERNE SR AR N (PCR)IEING W&, qPCRE
FHF R 775 2SYBR GreenZ5 e e ReRERIREHE, SYBR GreenZ Wt RliE BT AR, JERERIIDNAL & Yokl
SYBR Green§ A IIPCRIGFE TR AIPCRY H/~¥); iMiiREH1%(Probe method), WHEBHFATaqMantREHE, NMEATEH
B, TR R AR 3 K EE A (Quencher) ARIE I DNATREHT U@ I PCRAGI Y B AR 41 (1,2]0

XTFSYBR GreenfF4uklz, 5IMEXREE, KARFS W= MRAEZ KL ML ER, RAETFEFFEIRIE, Rk
fF, VHERES, 5IMRERERAERK, qPCREGERISE; AFRI5 1PN —BHATESSMNE T (Span exon junctions), MG T X
HFZADNA (gDNA)MIYHE[3,4]; ARFINSIWr=RdEEFEE, JLPFES TITE AFV/MNEBER; 5190 Tm{EZ160°C, KEZH
I =Y (Amplicon) UK EZ190-160bp, R = KIETRELE A& ME 5@ G Y2 & (Primer Panel/Primer Array),
RFEFNTIRE TR, B8 SERSY (Forward primer, AR L5 19)fl @519 (Reverse primer, WA RiiF5147) %
1nmol, #2nmol, ~&EEEES(Nuclease-free), HFEINA400plBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name HRas proto-oncogene, GTPase
Gene Symbol HRAS
Synonyms CTLO; HAMSV; HRAS1; RASH1; p21ras; C-H-RAS; H-RASIDX; C-BAS/HAS; C-HA-RAS1
Organism Human
Gene ID 3265
UniProt ID P01112

Main Accession No. NM_005343

BC006499, NM_001130442, NM_001318054, NM_005343, NM_176795, NM_176795.1,
NM_176795.2, NM_176795.3, NM_176795.4, NM_005343.1, NM_005343.2, NM_005343.3,
NM_001130442.1, NM_001130442.2, BC006499.2, BC095471, BMS801600, BMS801632,
BM808879, BQ574535, BQ674260, BT019421, NM_005343.4

Map Location 11p15.5

B Cell Receptor Signaling Pathway; T Cell Receptor Signaling Pathway; ErbB/HER
Signaling Pathway; AMPK Signaling Pathway; Insulin Receptor Signaling Pathway

This gene belongs to the Ras oncogene family, whose members are related to the
transforming genes of mammalian sarcoma retroviruses. The products encoded by
these genes function in signal transduction pathways. These proteins can bind GTP and
GDP, and they have intrinsic GTPase activity. This protein undergoes a continuous cycle
of de- and re-palmitoylation, which regulates its rapid exchange between the plasma
membrane and the Golgi apparatus. Mutations in this gene cause Costello syndrome, a
Gene Summary disease characterized by increased growth at the prenatal stage, growth deficiency at
the postnatal stage, predisposition to tumor formation, cognitive disability, skin and
musculoskeletal abnormalities, distinctive facial appearance and cardiovascular
abnormalities. Defects in this gene are implicated in a variety of cancers, including
bladder cancer, follicular thyroid cancer, and oral squamous cell carcinoma. Multiple
transcript variants, which encode different isoforms, have been identified for this gene.
[provided by RefSeq, Jul 2008]

Other Accession No.

Pathway




Amplicon Information

Amplicon Length (bp) | 119
NCBI mRNA ID NM_005343.4
NCBI Protein ID NP_005334.1

Ensembl Transcript ID | ENST00000311189.8

Ensembl Gene ID ENSG00000174775.18
Ensembl mRNA ID HRAS-201
Pt
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QHO03401S Human HRAS qPCR Primer Pair 1nmol each
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-20°CHRA7, BEWEIRIEHHTIE S 7048, ko0 2 IRRl,
== U

> PCRYHE VAR AT RE & IR R L SRS A7 A 2 A8 A A = 5=

> BAKRZRGNG W R SRR G, B BORTERIZL(Melt curve) 704 ABEY 1 SR Rt QR VA — Mafgh
2Rl (Rf I AR KR B BEDNA M TmAE), WA —Risa— ), WRAE AR MLk B, Zles ki, mIREZ 5|9
CRASARR Y R, PR KADNAG R, XA I R, BB E A SRR AR (No template control, NTC),
RIS B AR 22 AL 25 BRAS DS R SO A 7y, ARFERE S AR TCRSAON BRALIE AR R 2 5%, PRI R A S [ —RIRE e
AR SR 1

> BRI - Pisgs, HEEEHPTE 2 qPCR Mix,

> AP ERT LA ZRIRERIRN, M TIRKSHEGET, NMEAT R, MIFRT EEEEN.

> NTIERZENERE, EFLRRFR—RETERE,

fERFE:
1. PCRIZMARILLE :

a.

FFRAT= G, 3000-8000 X g 1535, DAMIFF &N T T80, BEMA400ul@Baik, Jemtrm FaERRSER, KR
JEEONUPREEOLR, FHEEEREREWRITIRS, 154000l 2.5uM eachfyPrimer Mix, #B4i/K#fE#E # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

AR HIR S PCR M T R & #i7& . SYBR Green gPCR Mix s 5E 2l HIRS G B T ki LBk&EWN, #HHEMEH
BeyoFast™ SYBR Green gqPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Bii5%) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
gRT-PCR Kit (Fii5 %) (D7509).

SF TREZRBIKA LIREPCRR VAR, PAI6FLIRFIBeyoFast™ SYBR Green qPCR Mix (2X) i,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul

d.

e.

F1: @ES LR E0.2-0.5uM eachi I3RS RAFHIRETIRLER, AT RIEE M. 1-1.0uM eachyEREINTE%ES 11112
i

H2: FEHEDNABRKEDLII-10ng cDNAKNSERE, RARYFMIERFSHENENERRE LR, maELE, arnk
R BB TR MR, DU E BB 8, RT-PCRINSZIMICDNAE B/ BT, HimEREgs
PCRZ B AR10%,

H3: 96U IR AR ER 20u], AT DURIESLPREI AR, % Efy RekgE/ NN AR R,

H4: BN E AR B R,

BN RRIRITIR S B M VortexiRs), FEMELIF, ERAREFER, #HEF#HBeyoFuge™ At ZMFLARE O
(BEX, 2500rpm) (E6758)HH THLIHEE L,

B BIFWPCRI M E B PCRR MR B Tt BPCRIY L, JFihw BPCRR M,

2. PCRIZMFENF:
fEReal-time PCRR M AT TR TN, @HIENISC 25080, B Ak GORAMIE S EK I A1 ZE5-1070 81, AFEFZ DA
ABI QuantStudio™ 6 Flex#¢ )& & PCRIHH:
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A 95°C 243k,

APk 95°C 158

B 60°C 15-30%);

BHESEbMP B, EBHA0OMEIR;

FEAREHE AT (RTIE) . 95°C 1579, 60°C 15%), 95°C 158;

f. AR EREPCRIR BT M eh 3R

H: DLEZFIREMGPCRR N RSA, 2%, LR MNAHRER. 5IMENSHARTNSR, FRESER. 5%, BA
B U E R M 551, FHEARIE LLBIBORE S N MR R LR AP EPCR, WSRA =27%qPCR, RFEAEIR K /HEH
JEI—272°C 30%), BEGEE VD, cAIGMAIX—P 40 MEIREDA],

¢99¢9
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QHO00001 Human ACTB gqPCR Primer Pair 200/1000/5000¢%
QH00005 Human B2M gPCR Primer Pair 200/1000/X
QH00009 Human GAPDH gPCR Primer Pair 200/1000/5000¢X
QH00013 Human GUSB gPCR Primer Pair 200/1000¢%
QHO00017 Human HCK gqPCR Primer Pair 200/1000¢%
QH00021 Human HMBS gPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gqPCR Primer Pair 200/1000/X
QH00029 Human HSP90AA1 gPCR Primer Pair 200/1000/X
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢%
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢%
QH00041 Human NONO gPCR Primer Pair 200/1000¢%
QH00045 Human PGKI1 qPCR Primer Pair 200/1000¢X
QH00049 Human PPIA qPCR Primer Pair 200/1000/X
QH00053 Human RPL30 gPCR Primer Pair 200/1000/X
QH00057 Human RPLPO qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 qPCR Primer Pair 200/1000¢%
QH00065 Human SDHA qPCR Primer Pair 200/1000¢%
QH00069 Human TBP qPCR Primer Pair 200/1000¢X
QH00073 Human TFRC gPCR Primer Pair 200/1000/X
QH00077 Human YWHAZ gPCR Primer Pair 200/1000X
QHO00081 Human PPIH gPCR Primer Pair 200/1000¢X
QH00085 Human RPL13A gqPCR Primer Pair 200/1000¢%
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

¥ #EFFEHGAPDH, RPLPO. ACTB. TUBBFIB2Mf{EAMNZS, (HUIRIX =F T ELRFFRK, 7 AZEE#E A HPRT18
RNA18SSEANS, NIRFNHERISEIRAEE, FiIR5[Pynl 2 H[5-6],

2. /NEAAZSTIPIX

7 g S et (253
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢X
QMO00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000¢X
QMO00010 Mouse B2m gqPCR Primer Pair 200/1000/X
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
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QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢%
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
QMO00030 Mouse Hsp90ab1 qPCR Primer Pair 200/1000¢X
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QMO00038 Mouse Ldha qPCR Primer Pair 200/1000¢X
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢%
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢%
QMO00050 Mouse Rpl30 gPCR Primer Pair 200/1000¢X
QMO00054 Mouse Thp qPCR Primer Pair 200/1000X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QM00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢X
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QMO00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢%
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000/X
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000¢X
QMO00086 Mouse Sdha qPCR Primer Pair 200/1000¢X
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢%
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢%

¥ #HFEFEHGapdh, Rplp0. Actb, TubbfIB2mfEANS, (HUNRIX =FHILEWHELBFRK, oL FEHAHprt1sRn18s
TEANZ, NIRBIHER SRR, LiRs Y] X H[5-6].
3. EFDNA (gDNA)5 9% (F T gDNAG Fefanil) :

e RS R AR (23
QHO00101 Human HGDC Primer Pair 200/1000¢X
QMO00098 Mouse MGDC Primer Pair 200/1000¢X

{£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix [ 4E#1:

77 RS 7 AR (2B
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, Bii5 %) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fjii5#:%) 1/5/25ml
57507 BeyoFast™ SYBR Green qPiE() Mix (2X, High ROX, Fjji5% 1/5/25ml

i
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit (fii5 4%!) 100/500¥%
FASA011-1pc BeyoGold™:H R s il 145
FSF002 POE B PCRABMRE(ABIS)45) 20y /e
FSF035-100pcs BeyoGold™ % aE & PCRAI B AR (E 5URY) 100}y /63%
FSF039-20pcs BeyoGold™ % e & PCR A AR AR (B, 3k 157 %5) 207 /6%
FSF039-100pcs BeyoGold™ e s PCRATEIME (B, BE19345) 1007 /E1%E
FTUB325-1box BeyoGold™ qPCR/\BXHFE (0.2ml, “F-35, 7EHH) 125H/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHFE (0.2ml, -2, 1EH) 1258E/&, 108/48
FTUB333 Wt E mPCRA96FLAR (ABIJF 2E) 207 /6%
FTUB384 wHEE R PCRA384FLIR (ABI732E) 204 /E3E
FTUB335-1box BeyoGold™#e e & PCRAI6FLIR(0.2ml, TotEid, BEHH) 100Y/&
FTUB335-5bxs BeyoGold™# . E & PCRAI6FLAR(0.2ml, ot 1#EHA) 101N/, S& /4
FTUB337-1box BeyoGold™ZE &PCRAI6FLAR(0.2ml, 4814, 1#EHH) 101N/8
FTUB337-5bxs BeyoGold™Ze e BPCRAIGFLIR(0.2ml, 4814, #EHH) 101N/&, 5&/5
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